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Links 


LOCUS BJ296872 670 bp mRNA linear EST 09-APR-2002 

DEFINITION BJ296872 Y. Ogihara unpublished cDNA library, WhjSL Triticum 

aestivum cDNA clone whsll8bl3 3 1 , mRNA sequence. 
ACCESSION BJ2 96872 

VERSION BJ296872.1 GI:20110569 

KEYWORDS EST . 

SOURCE Triticum aestivum (bread wheat) 

ORGANISM Triticum aestivum 

Eukaryota; Viridiplantae ; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta ; Liliopsida; Poales; Poaceae; BEP 
clade; Pooideae; Triticeae; Triticum. 
REFERENCE 1 (bases 1 to 670) 

AUTHORS Kawaura,K., Mochida,K. and Ogihara, Y. 

TITLE Expression profile of two storage-protein gene families in 

hexaploid wheat revealed by large-scale analysis of expressed 
sequence tags 
JOURNAL Plant Physiol. 139 (4), 1870-1880 (2005) 
PUBMED 163_0_6141 
COMMENT Contact: Tadasu Shin-i 

Center For Genetic Resource Information 
National Institute of Genetics 
1111 Yata, Mishima, Shizuoka 411-8540, Japan 
Tel: 81-559-81-6856 
Fax: 81-559-81-6855 
Email: tshini@genes . nig .ac.jp . 
FEATURES Location/Qualifiers 
source 1 . . 670 

/organism^ "Triticum aestivum" 

/mol_type= "mRNA" 

/cult ivar= "Chinese Spring" 

/db xref=" taxon:4 565 " 

/clone= " whsll8bl3 " 

/tissue_type="seed DPA3 0" 

/dev_stage="Feekes 1 scale 11.3" 

/clone_lib="Y. Ogihara unpublished cDNA library, WhjSL" 

ORIGIN 

1 gtacttatta ttgatatgta ggacaagaaa cttgcatgac atcttatgac agcacatccc 
61 tacaaaagag aacatagact acaaaactac agggttcgga actaagtaat acaagcttat 
121 atgaatgaaa caagcaaact agaaaacgca tggctcacag ttgaacccct agtagttgat 
181 acaacacgcg ggcatcatgc tgattgcgca tgtcacactt gtaggtcttg taggtcgaaa 
241 tttcagtacg aggt'cctgcc atcaccctcc atgatcatgt ccttgaaagc accaccgctt 
301 gggatcatag gcagcacgtg ctcctgatgc gggactatga tatccaacaa gtatggccct 
361 ggggtctcaa gcatcttctt gattgctgca gtgacttcgc tcttcttcgt cactcgaact 
421 gctggaacgt tgaatccttt agcaatcgtc acaaaatctg gatatatctc actctcattt 
481 tctgggttgc caaggtatgt gtgcgcccga ttggccttgt aaaacctatc ctcccactgc 
541 accaccattc ccagatgctg gttgttcaat atcatcacct tcactgggga ggttctcaat 
601 gcggatcaac gccaactcct gaatgttcat gaggaaacta ccatcaccat caatgtcaac 
661 aactgtaaca 
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